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Cross-immunity, invasion and coexistence of pathogen
strains in epidemiological models with one-dimensional
antigenic space.
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spatial host-parasite interactions: An approximate analytical
approach.
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Epidemiology and disease-control under gene-for-gene
plant-pathogen interaction
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A mathematical model for apoptosome assembly: The
optimal cytochrome c/Apaf-1 ratio
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The wave speed of intergradation zone in two-species lattice
Mullerian mimicry model
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Akira Sasaki

Oligomorphic dynamics for analyzing the quantitative
genetics of adaptive speciation.
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